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<210> 1 

<211> 5028 

<212> DNA 

<213> erythrovirus 

<400> 1 



gacgtcacag 


gaaatgacgt 


aactgtccgc 


catcttgtac 


cggaagtccc 


gcctaccggc 


60 


ggcgaccggc 


ggcatctgat 


ttggtgtctt 


ctttttgaaa 


ttttggcggg 


ctttttcccg . 


120 


ccttatgcaa 


ataagcggcc 


atgtttaatg 


ttatatttta 


atttaattgg 


acaaacgcct 


180 


aacggttact 


aggggcggag 


ttacgggcgg 


tatataagca 


gctgcgttcc 


ctgacacttt 


240 


cttttctggt 


tgcttttgac 


tggaactcac 


ttgctgttct 


ttgcctgcta 


agtaacaggt 


300 


atttatacta 


acttttaatt 


tactaacatg 


gagctatttc 


ggggtgtctt 


gcacatttcc 


360 


tctaacattc 


tggactgtgc 


taatgataac 


tggtggtgct 


ctatgctaga 


cttagatact 


420 


tctgactggg 


aaccactaac 


ccattctaac 


agattaatgg 


caatatattt 


aagcagtgtt 


480 


gcttctaaac 


ttgattttac 


tggggggccg 


ctagcaggtt 


gcttatactt 


ttttcaggtg 


540 


gaatgtaaca 


aatttgagga 


aggctatcat 


atccatgtag 


ttattggtgg 


tccaggacta 


600 


aatgctagaa 


acttaactgt 


gtgcgtagaa 


ggtttattta 


ataatgttct 


ttaccatctt 


660 


gtaactgaaa 


gtgttaaact 


taaatttttg 


ccagggatga 


ctaccaaagg 


aaaatatttt 


720 


agagatggag 


agcagtttat 


agaaaattac 


ttaatgaaaa 


aaattccttt 


aaatgttgtg 


780 


tggtgtgtaa 


caaatattga 


cgggtatata 


gacacctgta 


tttccgcctc 


ttttcggcga 


840 


ggagcttgtc 


atgctaaaag 


accccgcatt 


actgcaaata 


cagacagtgc 


tactaatgaa 


900 


actggggagt 


ctagctgtgg 


agggggagat 


gttgtgccat 


tcgctggaaa 


gggaacaaaa 


960 



2 



y cgggg ccaa 


a /""r 4» 4— 4— y"» a a a — 

ayLLLCaaaC 


a t* <t«t t~ a a a f* 
Cauyy L-aaaL 


4- r*tnr^ t~ ahnhn 

tgy clo uy t-y 


a a a — a na rrt" 
ctclclclt^ciycty c 


a 4- ♦- t~ a t* rra a 
dUUCOL. Ly dd 


1 non 


yataaatyyd 


aaLLagCyya 


4— 4- 4- a ^ — a 


UdloCtULaL 


tdoy LagCdy 


♦~ a ^ a ♦* /*fiM 

LCaCay tyyC 


1UOU 


ayC LLCCaaa 


L. LCdddyCyC 


4— t- a a a ^t4- +"" a 

CtUaadyLLa 


^CLaLLLdLa 


—\ ^ r**^ 4— a m 4— *^ — 3 

aayCLa(Jl.aa 


4- a /~t4- ^ /-» M M 

CLLayLaCCC 


J. j.ft u 


actagtacat 


tcttgttaca 


t tcagac t t t 


gagcagguua 


CLCyCdLLda 


agaaaataaa 


1 0 n n 
lzUU 


atagtaaaat 


catxaccgcg 


ucaaaaccau 


vr +- /"i /-^ 4-» j-n +— 4— f~ 

ydtCCCCLL l. 


^agcggguca 


acaugcgcca 




aggtggat tg 


acaaaaaatg 


tggtaaaaaa 


aacacccngc 


ggctctacgg 


gccaccaagt 


1 -5 O A 


actggaaaaa 


caaatttggc 


aatggctatt 


gctaaaac tg 


taccagtgta 


tggaatggtg 


13 80 


aattggaata 


atgaaaactt 


i4— 4-4-— t—i4— 

cccattcaac 


gatgtagcgg 


ggaaaagt t t 


ggtggtctgg 


144 0 


gatgaaggca 


ttatcaagtc 


cactattgtg 


gaagctgcaa 


aagccat ttt 


aggtggtcag 


T c a n 


ccaaccaggg 


tagatcagaa 


aatgcgtggc 


agtgtggcag 


tgcccggtgt 


gcc tgtggtt 


1 c ez n 
lb oU 


ataaccagca 


atggtgacat 


4- r4 1 4- +- 4» /-rt- 4- 

cacatctgtt 


gtgagtggta 


ataccactac 


aac tgtgcat 




gc taaagcct 


taaaggaacg 


gatggtaaag 


+- ^ — • — » ^* ^ ^ ^ — **. 

CUddaCLtLa 


CCaLddgdCg 


caycccugac 


1 f OA 

loou 


atgggtttac 


ttacagaggc 


tgatgtacaa 


caat.ggct.aa 


c t tggtgtaa 


tgcacaaagc 


1 / *± u 


tggagccact 


atgaaaactg 


ggcaataaac 


tacacat t tg 


at ttccc tgg 


aat aaatgca 


1 0 u u 


gatgccctcc 


acccagatct 


ccaaaccacc 


cccattgtcc 


cagacaccag 


tat cage age 


loo U 


agtggtggtg 


aaagctctga 


agaactcagt 


gaaagcagct 


ttttcaacct 


cat cac tec a 




ggcgcctgga 


acagtgaaac 


cccgcgctct 


agtacgcccg 


tccccgggac 


cagcccagga 


1 y 0 u 


gaatcatttg 


tcggaagccc 


agtttcctcc 


gaagtggtag 


ccgcgtcgtg 


ggaggaagct 


OA/ A 


4m- J— J— 4— m 

ttttacacgc 


cgcttgccga 


tcagt ttcgt 


gaactgttag 


taggggttga 


ctt egcaegg 


zIUU 


gatggtgtga 


ggggattgcc 


cgttcgctgt 


gtggaacata 


taaacaacag 


tgggggaggg 


-1 <*n 
zloU 


t tggggcttt 


gccctcattg 


4- 4- 4~ — 1 — 1 4~ y-V 4- 

tattaatgcg 


ggagct tggt 


ataatggatg 


gaaacccaga 


O O *5 A 

^ z ^ u 


gagtttactc 


cagacttagt 


gcgctgcagt 


tgtcatgtag 


gagcctctaa 


cccat t tt c t 




gtgctaactt 


gtaaaaaatg 


tgcttacctg 


tc tggat tac 


m4- *- ♦» 4— M,f- 

aaagc uccgc 


agat tatgag 


0 "3 yi n 


taaaaccact 


aacaaatggt 


gggaaagcag 


tgacaaattt 


gcccaggacg 


tgtataagca 


0 a a n 


gtttgtgcaa 


ttttatgaaa 


aagctactgg 


aacagactta 


gagcttattc 


aaattfetaaa 


2460 


agaccattac 


aacatttctt 


tagataatcc 


tttagaaaac 


ccctcttctt 


tatttgactt 


2520 


agttgctcgc 


attaaaagta 


atcttaaaaa 


ctctccagac 


ctatatagtc 


atcattttca 


2580 


gagccatgga 


cagttatctg 


accaccccca 


tgccttatca 


tccagtaaca 


gtagtgcaga 


2640 


acctagagga 


gaaaatgcag 


tattatctag 


tgaagactta 


cacaagcctg 


ggcaagttag 


2700 



catacaatta 


cccggtacta 


actatgttgg 


gcctggcaat 


gagctacaag 


ctgggcctcc 


2760 


gcagaatgct 


gtggacagtg 


ctgcaaggat 


tcatgacttt 


aggtatagcc 


aattggctaa 


2820 


gttgggaata 


aatccttata 


cacattggac 


ggtagcagat 


gaagaattgt 


taaaaaatat 


2880 


aaaaaatgaa 


acagggtttc 


aagcacaagc 


agtaaaagat 


tactttactt 


. taaaaggtgc 


2940 


agctgcccct 


gtggcccatt 


ttcaaggaag 


tttaccggaa 


gtgcccgcgt 


acaacgcctc 


3000 


agaaaaatac 


cccagcatga 


cttcagttaa 


ctctgcagaa 


gccagcactg 


gtgcaggcgg 


3060 


gggaggtagc 


aaccctacaa 


aaagcatgtg 


gagtgaaggg 


gctacattta 


ctgctaattc 


3120 


tgtaacgtgt 


acattctcta 


ggcaattttt 


aattccatat 


gatccagagc 


atcattataa 


3180 


agtgttctct 


ccagcagcta 


gtagctgcca 


caatgctagt 


gggaaagagg 


caaaagtgtg 


3240 


cactattagt 


cccattatgg 


ggtactctac 


tccgtggaga 


tacttagatt 


ttaatgcttt 


3300 


aaatttgttt 


ttctcaccat 


tagagtttca 


gcacttaatt 


gaaaattatg 


gtagtatagc 


3360 


tccagatgct 


ttaactgtaa 


ctatttcaga 


aattgctgta 


aaagatgtca 


cagacaaaac 


3420 


aggaggaggt 


gtgcaagtta 


ctgacagcac 


cacaggacgt 


ttgtgtatgt 


tagtggatca 


3480 


tgagtataaa 


tacccatatg 


tgctaggtca 


gggacaagac 


acactagctc 


cagaactgcc 


3540 


catttgggtt 


tactttcccc 


cccagtatgc 


ttacttaaca 


gtaggtgaag 


taaacacaca 


3600 


aggaatttca 


ggagacagca 


aaaaattggc 


tagtgaagaa 


tcagcttttt 


atgtgttaga 


. 3660 


gcacagttca 


tttgaacttt 


tgggtacagg 


gggatctgcc 


actatgtcct 


acaaatttcc 


3720 


agctgtgccc 


ccagaaaacc 


tagaaggctg 


cagccaacat 


ttttatgaaa 


tgtacaaccc 


3780 


tttgtacggt 


tctcgtttag 


gggtacctga 


cacattagga 


ggggacccta 


aatttagatc 


3840 


attgacacac 


gaagaccacg 


caattcagcc 


acaaaacttt 


atgcctgggc 


cactaataaa 


3900 


ttcagtgtct 


accaaagaag 


gagacaattc 


taatacaggt 


gctggaaaag 


cccttacggg 


3960 


gcttagtact 


ggcactagcc 


aaaacaccag 


aatttcccta 


cgccccgggc 


cagtatctca 


4020 


gccataccat 


cactgggaca 


ctgataaata 


tgttacagga 


ataaatgcca 


tttcacatgg 


4080 


acaaaccact 


tatggaaatg 


ctgaggacaa 


agagtatcag 


caaggggtag 


gaagatttcc 


4140 


aaatgaaaaa 


gaacagctta 


agcagttaca 


aggtcttaac 


atgcacacat 


acttccctaa 


4200 


taaaggaacc 


caacaataca 


cagaccaaat 


tgaacgccct 


cttatggtgg 


gctctgtttg 


4260 


gaacagaaga 


gctcttcact 


atgaaagtca 


gctgtggagt 


aaaatcccta 


acttagatga 


4320 


cagttttaaa 


actcaatttg 


cagccctagg 


cgggtggggt 


ttgcatcaac 


caccccctca 


4380 


aatattttta 


aaaatactac 


cacaaagtgg 


gccaattgga 


ggtattaaat 


ccatgggaat 


4440 


tactacttta 


gttcaatatg 


ctgtgggaat 


aatgacagtt 


accatgacct 


ttaaattggg 


4500 



acctcgaaag gctactggaa ggtggaatcc ccagcctggc gtttatcctc ctcatgcagc 4 560 



tggtcattta ccatatgtac tgtatgaccc cacagctaca gatgcaaagc aacaccacag 4 62 0 

acacggatat gaaaagcctg aagaattgtg gactgccaaa agccgtgtgc acccattgta 4 680 

aacattcccc accgtgtcct cagccaggaa ccgtcaccca ccgcccacct gtgccgccca 4740 

gattatatgt gccccctcca ataccccgta ggcaaccatc tataaaagat acagacgctg 4 800 

tagaatataa attattaact agatatgaac aacatgtaat tagaatgcta agattatgta 4860 

atatgtacac aagtttggaa aaataaaagc cttaaataaa taattcatag tgtatggttc 4 92 0 

tttaaaaatt tcaaaaagaa gacaccaaat cagatgccgc cggtcgccgc cggtaggcgg 4 980 

gacttccggt acaagatggc ggacagttac gtcatttcct gtgacgtc 5028 

<210> 2 
<211> 23 
<212> DNA 

<213> erythrovirus 



<210> 3 

<211> 29 

<212> DNA 

<213> erythrovirus 

<400> 3 

tttagagatg gagagcagtt tatagaaaa 29 

<210> 4 

<211> 35 

<212> DNA 

<213> erythrovirus 



<210> 5 
<211> 20 
<212> DNA 

<213> erythrovirus 
<400> 5 

ttggtggtct gggatgaagg * 2 0 

<210> 6 
<211> 20 
<212> DNA 

<213> erythrovirus 



<400> 2 

acttctgact gggaaccact aac 



23 



<400> 4 

tggaataatg aaaactttcc atttaatgat gtagc 



35 



<400> 6 

acagaggctg atgtacaaca 



20 




5 

<210> 7 

<211> 21 

<212> DNA 

< 2 1 3 > e ry thr ovi rus 



<400> 7 

tggtgtaatg cacaaagctg g 21 

<210> 8 

<211> 31 

<212> DNA 

<213> erythrovirus 

<400> 8 

ccactatgaa aactgggcaa taaactacac a 31 

<210> 9 

<211> 17 

<212> DNA 

<213> erythrovirus 

<400> 9 

tttgatttcc ctggaat 17 

<210> 10 

<211> 23 

<212> DNA 

<213> erythrovirus 

<400> 10 

aatgcagatg ccctccaccc aga 23 

<210> 11 

<211> 64 

<212> DNA 

<213> erythrovirus 

<400> 11 

cagacaccag tatcagcagc agtggtggtg aaagctctga agaactcagt gaaagcagct 60 

tttt 64 

<210> 12 

<211> 25 

<212> DNA 

<213> erythrovirus 

<400> 12 

tgaaaccccg cgctctagta cgccc 25 

<210> 13 

<211> 55 

<212> DNA 

<213> erythrovirus 

<400> 13 

tccccgggac cagttcagga gaatcatttg tcggaagccc agtttcctcc gaagt 55 



<210> 14 




6 



<211> 20 

<212> DNA 

<213> erythrovirus 



<400> 14 

cagtttcgtg aactgttagt 



20 



<210> 15 

<211> 24 

<212> DNA 

<213> erythrovirus 

<400> 15 

gcttggtata atggatggaa attt 24 

<210> 16 
<211> 26 
<212> DNA 

<213> erythrovirus 



<210> 17 

<211> 18 

<212> DNA 

<213> erythrovirus 

<400> 17 

CTTAAAAACT CTCCAGAC 18 

<210> 18 

<211> 19 

<212> DNA 

<213> erythrovirus 



<210> 19 
<211> 43 
<212> DNA 

<213> erythrovirus 
<400> 19 

catggacagt tatctgacca cccccatgcc ttatcatcca gta 43 

<210> 20 
<211> 19 
<212> DNA 

<213> erythrovirus 



<400> 16 

aaaaaatgtg cttacctgtc tggatt 



26 



<400> 18 

tatatagtca tcattttca 



19 



<400> 20 

tgcagaacct agaggagaa 



19 



<210> 21 
<211> 47 
<212> DNA 



<213> erythrovirus 





7 



<400> 21 

atgcagtatt atctagtgaa gacttacaca agcctgggca agttagc 



47 



<210> 22 

<211> 49 

<212> DNA 

<213> erythrovirus 

<400> 22 

tacccggtac taactatgtt gggcctggca atgagctaca agctgggcc 4 9 

<210> 23 

<211> 39 

<212> DNA 

<213> erythrovirus 



<210> 24 

<211> 22 

<212> DNA 

<213> erythrovirus 

<400> 24 

tggctaagtt gggaataaat cc 22 

<210> 25 

<211> 23 

<212> DNA 

<213> erythrovirus 



<210> 26 

<211> 53 

<212> DNA 

<213> erythrovirus 

<400> 26 

tactttactt taaaaggtgc agctgcccct gtggcccatt ttcaaggaag ttt 53 

<210> 27 

<211> 23 

<212> DNA 

<213> erythrovirus 



<400> 23 

gacagtgctg caaggattca tgactttagg tatagccaa 



39 



<400> 25 

ttaaaaaata taaaaaatga aac 



23 



<400> 27 

tacaacgcct cagaaaaata ccc 



23 



<210> 28 
<211> 26 
<212> DNA 



<213> erythrovirus 



<400> 28 

tctgcagaag ccagcactgg tgcagg 



26 



# 

8 



<210> 29 

<211> 23 

<212> DNA 

<213> erythrovirus 

<400> 29 

ttagatttta atgctttaaa ttt 23 

<210> 30 

<211> 32 

<212> DNA 

<213> erythrovirus 

<400> 30 

ttagagtttc agcacttaat tgaaaattat gg 32 

<210> 31 

<211> 20 

<212> DNA 

<213> erythrovirus 

<400> 31 

acaggaataa atgccatttc 20 

<210> 32 

<211> 24 

<212> DNA 

<213> erythrovirus 

<400> 32 

gacaaagagt atcagcaagg ggta 24 

<210> 33 

<211> 26 

<212> DNA 

<213> erythrovirus 

<400> 33 

agatttccaa atgaaaaaga acagct 26 

<210> 34 

<211> 18 

<212> DNA 

<213> erythrovirus 

<400> 34 

tcagctgtgg agtaaaat 18 

<210> 35 

<211> 23 

<212> DNA 

<213> erythrovirus 

<400> 35 

ttagatgaca gttttaaaac tea 23 



<210> 36 
<211> 21 



<212> DNA 

<213> erythrovirus 

<400> 36 

cctcaaatat ttttaaaaat a 21 

<210> 37 

<211> 34 

<212> DNA 

<213> erythrovirus 

<400> 37 

taccacaaag tgggccaatt ggaggtatta aatc 34 

<210> 38 

<211> 23 

<212> DNA 

<213> erythrovirus 

<400> 38 

atgggaatta ctactttagt tea 23 

<210> 39 

<211> 62 

<212> DNA 

<213> erythrovirus 

<400> 39 

ggtcatttac catatgtact gtatgacccc acagctacag atgeaaagea acaccacaga 60 

ca 62 

<210> 40 

<211> 29 

<212> DNA 

<213> erythrovirus 

<400> 40 

ggatatgaaa agectgaaga attgtggac 2 9 

<210> 41 

<211> 30 

<212> DNA 

<213> erythrovirus 

<400> 41 

gccaaaagcc gtgtgcaccc attgtaaaca 30 

<210> 42 

<211> 21 

<212> DNA 

<213> erythrovirus 

<400> 42 

tccccaccgt gtcctcagcc a 21 



<210> 
<211> 
<212> 



43 

109 

DNA 



10 

<213> erythrovirus 
<400> 43 

ctttaaaaat ttcaaaaaga agacaccaaa tcagatgccg ccggtcgccg ccggtaggcg 60 

ggacttccgg tacaagatgg cggacagtta cgtcatttcc tgtgacgtc 109 

<210> 44 

<211> 103 

<212> DNA 

<213> erythrovirus 

<400> 44 

gacgtcacag gaaatgacgt aactgtccgc catcttgtac cggaagtccc gcctaccggc 60 

ggcgaccggc ggcatctgat ttggtgtctt ctttttgaaa ttt 103 

<210> 45 

<211> 210 

<212> DNA 

<213> erythrovirus 

<400> 45 

ctttttgaaa ttttggcggg ctttttcccg ccttatgcaa ataagcggcc atgtttaatg 60 

ttatatttta atttaattgg acaaacgcct aacggttact aggggcggag ttacgggcgg 120 

tatataagca gctgcgttcc ctgacacttt cttttctggt tgcttttgac tggaactcac 180 

ttgctgttct ttgcctgcta agtaacaggt 210 

<210> 46 
<211> 30 
<212> DNA 

<213> erythrovirus 
<400> 46 

atttatacta acttttaatt tactaacatg 30 

<210> 47 

<211> 100 

<212> DNA 

<213> erythrovirus 

<400> 47 

gagctatttc ggggtgtctt gcacatttcc tctaacattc tggactgtgc taatgataac 60 

tggtggtgct ctatgctaga cttagatact tctgactggg 100 

<210> 48 
<211> 117 
<212> DNA 

<213> erythrovirus 
<400> 48 

aaccactaac ccattctaac agattaatgg caatatattt aagcagtgtt gcttctaaac 60 
ttgattttac tggggggccg ctagcaggtt gcttatactt ttttcaggtg gaatgta 117 





11 



<210> 49 

<211> 183 

<212> DNA 

<213> erythrovirus 

<400> 49 

acaaatttga ggaaggctat catatccatg tagttattgg tggtccagga ctaaatgcta 60 

gaaacttaac tgtgtgcgta gaaggtttat ttaataatgt tctttaccat cttgtaactg 120 

aaagtgttaa acttaaattt ttgccaggga tgactaccaa aggaaaatat tttagagatg 180 

gag 18 3 

<210> 50 

<211> 670 

<212> DNA 

<213> erythrovirus 



caaatattga 


cgggtatata 


gacacctgta 


tttccgcctc 


ttttcggcga 


ggagcttgtc 


120 


atgctaaaag 


accccgcatt 


actgcaaata 


cagacagtgc 


tactaatgaa 


actggggagt 


180 


ctagctgtgg 


agggggagat 


gttgtgccat 


tcgctggaaa 


gggaacaaaa 


gcggggttaa 


240 


agtttcaaac 


catggtaaat 


tggctatgtg 


aaaacagagt 


atttactgaa 


gataaatgga 


300 


aattagtgga 


ttttaaccaa 


tatactttat 


taagtagcag 


tcacagtggc 


agctttcaaa 


360 



ttcaaagtgc cttaaagtta gctatttata aagctactaa cttagtaccc actagtacat 420 

tcttgttaca ttcagacttt gagcaggtta cttgcattaa agaaaataaa atagtaaaat 480 

tattattgtg tcaaaactat gatcctcttt tagtgggtca acatgtgtta aggtggattg 540 

acaaaaaatg tggtaaaaaa aacaccctgt ggttttacgg gccaccaagt actggaaaaa 600 

caaatttggc aatggctatt gctaaaactg taccagtgta tggaatggtg aattggaata 660 

atgaaaactt 670 

<210> 51 

<211> 36 

<212> DNA 

<213> erythrovirus 

<400> 51 

tccatttaat gatgtagcgg ggaaaagttt ggtggt 36 

<210> 52 

<211> 46 

<212> DNA 

<213> erythrovirus 



<400> 50 
agcagtttat 



agaaaattac ttaatgaaaa aaattccttt aaatgttgtg tggtgtgtaa 



60 



<400> 52 

ctgggatgaa ggcattatta agtccactat tgtggaagct gcaaaa 



46 



12 



<210> 53 
<211> 84 
<212> DNA 

<213> erythrovirus 
<400> 53 

gccattttag gtggtcagcc aaccagggta gatcagaaaa tgcgtggcag tgtggcagtg 60 

cccggtgtgc ctgtggttat aacc 84 

<210> 54 
<211> 60 
<212> DNA 

<213> erythrovirus 
<400> 54 

agcaatggtg acattacatt tgttgtgagt ggtaatacca ctacaactgt gcatgctaaa 60 

<210> 55 
<211> 76 
<212> DNA 

< 2 1 3 > e ry t hr ovi rus 
<400> 55 

gccttaaagg aacggatggt aaagctaaac tttaccataa gatgtagccc tgacatgggt 60 

ttacttacag aggctg - 76 

<210> 56 
<211> 30 
<212> DNA 

<213> erythrovirus 
<400> 56 

atgtacaaca atggctaact tggtgtaatg 3 0 

<210> 57 
<211> 28 
<212> DNA 

<213> erythrovirus 
<400> 57 

cacaaagctg gagccactat gaaaactg 28 

<210> 58 
<211> 98 
<212> DNA 

<213> erythrovirus 
<400> 58 

ttcaggagaa tcatttgtcg gaagcccagt ttcctccgaa gtggtagccg cgtcgtggga 60 



ggaagctttt tacacgccgc ttgccgatca gtttcgtg 



98 



<210> 59 
<211> 134 
<212> DNA 
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<213> erythrovirus 
<400> 59 

aactgttagt aggggttgac tttgtatggg atggtgtgag gggattgcct gtttgctgtg 60 

tggaacatat aaacaacagt gggggagggt tggggctttg ccctcattgt attaatgtgg 120 

gagcttggta taat 134 

<210> 60 
<211> 100 
<212> DNA 

<213> erythrovirus 
<400> 60 

ggatggaaat ttagagagtt tactccagac ttagtgcgct gcagttgtca tgtaggagcc 60 

tctaacccat tttctgtgtt aacttgtaaa aaatgtgctt 100 

<210> 61 
<211> 30 
<212> DNA 

<213> erythrovirus 
<400> 61 

acctgtctgg attacaaagt tttgtagatt 3 0 

<210> 62 
<211> 102 
<212> DNA 

<213> erythrovirus 
<400> 62 

atgagtaaaa ccactaacaa atggtgggaa agcagtgaca aatttgccca ggacgtgtat 6 0 

aagcagtttg tgcaatttta tgaaaaagct actggaacag ac 102 

<210> 63 
<211> 114 
<212> DNA 

<213> erythrovirus 
<400> 63 

ttagagctta ttcaaatttt aaaagaccat tacaacattt ctttagataa tcctttagaa 60 

aacccctctt ctttatttga cttagttgct cgcattaaaa gtaatcttaa aaac 114 

<210> 64 
<211> 22 
<212> DNA 

<213> erythrovirus 
<400> 64 

tctccagacc tatatagtca tc 22 

<210> 65 
<211> 23 
<212> DNA 

<213> erythrovirus 
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<400> 65 

attttcagag ccatggacag tta 23 

<210> 66 

<211> 30 

<212> DNA 

<213> erythrovirus 

<400> 66 

atcatccagt aacagtagtg cagaacctag 3 0 

<210> 67 

<211> 39 

<212> DNA 

<213> erythrovirus 

<400> 67 

caagctgggc ctccgcagaa tgctgtggac agtgctgca 3 9 

3 <210> 68 

J <211> 56 

fl <212> DNA 

ff <213> erythrovirus 

<400> 68 

ggaataaatc cttatacaca ttggacggta gcagatgaag aattgttaaa aaatat 56 

<210> 69 

<211> 51 

<212> DNA 

<213> erythrovirus 

<400> 69 

aaaaaatgaa acagggtttc aagcacaagc agtaaaagat tactttactt t 51 

<210> 70 
<211> 37 
<212> DNA 

<213> erythrovirus 
<400> 70 

aaggaagttt accggaagtg cccgcgtaca acgcctc 37 

<210> 71 
<211> 42 
<212> DNA 

<213 > erythrovirus 
<400> 71 

agaaaaatac cccagcatga cttcagttaa ctctgcagaa gc 42 

<210> 72 

<211> 255 

<212> DNA 

<213> erythrovirus 



<400> 72 

cagcactggt gcaggcgggg gaggtagcaa ccctacaaaa agcatgtgga gtgaaggggc 



60 
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tacatttact gctaattctg taacgtgtac attctctagg caatttttaa ttccatatga 120 

tccagagcat cattataaag tgttctctcc agcagctagt agctgccaca atgctagtgg 180 

gaaagaggca aaagtgtgca ctattagtcc cattatgggg tactctactc cgtggagata 240 

cttagatttt aatgc 255 

<210> 73 

<211> 33 

<212> DNA 

<213> erythrovirus 

<400> 73 

TTTAAATTTG TTTTTCTCAC CATTAGAGTT TCA 33 

<210> 74 

<211> 725 

<212> DNA 

<213> erythrovirus 

<400> 74 

gaaaattatg gtagtatagc tccagatgct ttaactgtaa ctatttcaga aattgctgta 60 

aaagatgtca cagacaaaac aggaggaggt gtgcaagtta ctgacagcac cacaggacgt 120 

ttgtgtatgt tagtggatca tgagtataaa tacccatatg tgctaggtca gggacaagac 180 

acactagctc cagaactgcc catttgggtt tactttcccc cccagtatgc ttacttaaca 240 

gtaggtgaag taaacacaca aggaatttca ggagacagca aaaaattggc tagtgaagaa 3 00 

tcagcttttt atgtgttaga gcacagttca tttgaacttt tgggtacagg gggatctgcc 360 

actatgtcct acaaatttcc agctgtgccc ccagaaaacc tagaaggctg cagccaacat 420 

ttttatgaaa tgtacaaccc tttgtacggt tctcgtttag gggtacctga cacattagga 480 

ggggacccta aatttagatc attgacacac gaagaccacg caattcagcc acaaaacttt 540 

atgcctgggc cactaataaa ttcagtgtct accaaagaag gagacaattc taatacaggt 600 

gctggaaaag cccttacggg gcttagtact ggcactagcc aaaacaccag aatttcccta 660 

cgccccgggc cagtatctca gccataccat cactgggaca ctgataaata tgttacagga 720 

ataaa 725 

<210> 75 

<211> 49 

<212> DNA 

<213> erythrovirus 

<400> 75 

tgccatttca catggacaaa ccacttatgg aaatgctgag gacaaagag 4 9 

<210> 76 
<211> 30 
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<212> DNA 

<213> erythrovirus 

<400> 76 

tatcagcaag gggtaggaag atttccaaat 3 0 

<210> 77 

<211> 180 

<212> DNA 

<213> erythrovirus 

<400> 77 

gaaaaagaac agcttaagca gttacaaggt cttaacatgc acacatactt ccctaataaa 60 

ggaacccaac aatacacaga ccaaattgaa cgccctctta tggtgggctc tgtttggaac 120 

agaagagctc ttcactatga aagtcagctg tggagtaaaa tccctaactt agatgacagt 180 

<210> 78 

<211> 64 

<212> DNA 

<213> erythrovirus 

<400> 78 

tttaaaactc aatttgcagc cctaggcggg tggggtttgc atcaaccacc ccctcaaata 60 

tttt 64 

<210> 79 

<211> 152 

<212> DNA 

<213> erythrovirus 

<400> 79 

aggtattaaa tccatgggaa ttactacttt agttcaatat gctgtgggaa taatgacagt 60 

taccatgacc tttaaattgg gacctcgaaa ggctactgga aggtggaatc cccagcctgg 120 

cgtttatcct cctcatgcag ctggtcattt ac 152 

<210> 80 

<211> 260 

<212> DNA 

<213> erythrovirus 

<400> 80 

cccattgtaa acattcccca ccgtgtcctc agccaggaac cgtcacccac cgcccacctg 60 

tgccgcccag attatatgtg ccccctccaa taccccgtag gcaaccatct ataaaagata 120 

cagacgctgt agaatataaa ttattaacta gatatgaaca acatgtaatt agaatgctaa 180 

gattatgtaa tatgtacaca agtttggaaa aataaaagcc ttaaataaat aattcatagt 240 

gtatggttct ttaaaaattt 260 

<210> 81 
<211> 2013 
<212> DNA 
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<213> erythrovirus 
<400> 81 

atg gag eta ttt egg ggt gtc ttg cac att tec tct aac att ctg gac 48 
Met Glu Leu Phe Arg Gly Val Leu His lie Ser Ser Asn lie Leu Asp 
15 10 15 

tgt get aat gat aac tgg tgg tgc tct atg eta gac tta gat act tct 96 
Cys Ala Asn Asp Asn Trp Trp Cys Ser Met Leu Asp Leu Asp Thr Ser 
20 25 30 

gac tgg gaa cca eta ace cat tct aac aga tta atg gca ata tat tta 144 
Asp Trp Glu Pro Leu Thr His Ser Asn Arg Leu Met Ala lie Tyr Leu 
35 40 45 

age agt gtt get tct aaa ctt gat ttt act ggg ggg ccg eta gca ggt 192 
Ser Ser Val Ala Ser Lys Leu Asp Phe Thr Gly Gly Pro Leu Ala Gly 
50 55 60 

tgc tta tac ttt ttt cag gtg gaa tgt aac aaa ttt gag gaa ggc tat 24 0 

Cys Leu Tyr Phe Phe Gin Val Glu Cys Asn Lys Phe Glu Glu Gly Tyr 
65 70 75 80 

cat ate cat gta gtt att ggt ggt cca gga eta aat get aga aac tta 288 
His lie His Val Val lie Gly Gly Pro Gly Leu Asn Ala Arg Asn Leu 
85 90 95 

act gtg tgc gta gaa ggt tta ttt aat aat gtt ctt tac cat ctt gta 336 
Thr Val Cys Val Glu Gly Leu Phe Asn Asn Val Leu Tyr His Leu Val 
100 105 110 

act gaa agt gtt aaa ctt aaa ttt ttg cca ggg atg act ace aaa gga 3 84 

Thr Glu Ser Val Lys Leu Lys Phe Leu Pro Gly Met Thr Thr Lys Gly 
115 120 125 

aaa tat ttt aga gat gga gag cag ttt ata gaa aat tac tta atg aaa 432 
Lys Tyr Phe Arg Asp Gly Glu Gin Phe lie Glu Asn Tyr Leu Met Lys 
130 135 140 

aaa att cct tta aat gtt gtg tgg tgt gta aca aat att gac ggg tat 480 
Lys lie Pro Leu Asn Val Val Trp Cys Val Thr Asn lie Asp Gly Tyr 
145 150 155 160 

ata gac ace tgt att tec gee tct ttt egg cga gga get tgt cat get 528 
lie Asp Thr Cys lie Ser Ala Ser Phe Arg Arg Gly Ala Cys His Ala 
165 170 175 

aaa aga ccc cgc att act gca aat aca gac agt get act aat gaa act 576 
Lys Arg Pro Arg lie Thr Ala Asn Thr Asp Ser Ala Thr Asn Glu Thr 
180 185 190 

ggg gag tct age tgt gga ggg gga gat gtt gtg cca ttc get gga aag 624 
Gly Glu Ser Ser Cys Gly Gly Gly Asp Val Val Pro Phe Ala Gly Lys 
195 200 205 

gga aca aaa gcg ggg tta aag ttt caa ace atg gta aat tgg eta tgt 672 
Gly Thr Lys Ala Gly Leu Lys Phe Gin Thr Met Val Asn Trp Leu Cys 
210 215 220 
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gaa aac aga gta ttt act gaa gat aaa tgg aaa tta gtg gat ttt aac 720 

Glu Asn Arg Val Phe Thr Glu Asp Lys Trp Lys Leu Val Asp Phe Asn 

225 230 235 240 

caa tat act tta tta agt age agt cac agt ggc age ttt caa att caa 768 
Gin Tyr Thr Leu Leu Ser Ser Ser His Ser Gly Ser Phe Gin lie Gin 
245 250 255 

agt gec tta aag tta get att tat aaa get act aac tta gta ccc act 816 
Ser Ala Leu Lys Leu Ala lie Tyr Lys Ala Thr Asn Leu Val Pro Thr 
260 265 270 

agt aca ttc ttg tta cat tea gac ttt gag cag gtt act tgc att aaa 864 
Ser Thr Phe Leu Leu His Ser Asp Phe Glu Gin Val Thr Cys lie Lys 
275 280 285 

gaa aat aaa ata gta aaa tta tta ttg tgt caa aac tat gat cct ctt 912 
Glu Asn Lys lie Val Lys Leu Leu Leu Cys Gin Asn Tyr Asp Pro Leu 
290 295 300 

tta gtg ggt caa cat gtg tta agg tgg att gac aaa aaa tgt ggt aaa 960 
Leu Val Gly Gin His Val Leu Arg Trp lie Asp Lys Lys Cys Gly Lys 
305 310 315 320 

aaa aac acc ctg tgg ttt tac ggg cca cca agt act gga aaa aca aat 1008 
Lys Asn Thr Leu Trp Phe Tyr Gly Pro Pro Ser Thr Gly Lys Thr Asn 
325 330 335 

ttg gca atg get att get aaa act gta cca gtg tat gga atg gtg aat 1056 
Leu Ala Met Ala lie Ala Lys Thr Val Pro Val Tyr Gly Met Val Asn 
3 340 345 350 

tgg aat aat gaa aac ttt cca ttt aat gat gta gcg ggg aaa agt ttg 1104 
Trp Asn Asn Glu Asn Phe Pro Phe Asn Asp Val Ala Gly Lys Ser Leu 
355 360 365 

gtg gtc tgg gat gaa ggc att att aag tec act att gtg gaa get gca 1152 
Val Val Trp Asp Glu Gly lie lie Lys Ser Thr lie Val Glu Ala Ala 
370 375 380 

aaa gee att tta ggt ggt cag cca acc agg gta gat cag aaa atg cgt 1200 
Lys Ala lie Leu Gly Gly Gin Pro Thr Arg Val Asp Gin Lys Met Arg 
385 390 395 400 

ggc agt gtg gca gtg ccc ggt gtg cct gtg gtt ata acc age aat ggt 124 8 
Gly Ser Val Ala Val Pro Gly Val Pro Val Val lie Thr Ser Asn Gly 
405 410 415 

gac att aca ttt gtt gtg agt ggt aat acc act aca act gtg cat get 1296 
Asp lie Thr Phe Val Val Ser Gly Asn Thr Thr Thr Thr Val His Ala 
420 425 430 

aaa gee tta aag gaa egg atg gta aag eta aac ttt acc ata aga tgt 1344 
Lys Ala Leu Lys Glu Arg Met Val Lys Leu Asn Phe Thr lie Arg Cys 
435 t 440 445 

age cct gac atg ggt tta ctt aca gag get gat gta caa caa tgg eta 1392 
Ser Pro Asp Met Gly Leu Leu Thr Glu Ala Asp Val Gin Gin Trp Leu 
450 455 460 
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act tgg tgt aat gca caa age tgg age cac tat gaa aac tgg gca ata 144 0 
Thr Trp Cys Asn Ala Gin Ser Trp Ser His Tyr Glu Asn Trp Ala lie 
465 470 475 480 



aac tac aca ttt gat ttc cct gga ata aat gca gat gec etc cac cca 
Asn Tyr Thr Phe Asp Phe Pro Gly lie Asn Ala Asp Ala Leu His Pro 
485 490 495 



1488 



gat etc caa acc acc ccc att gtc cca gac acc agt ate age age agt 1536 
Asp Leu Gin Thr Thr Pro lie Val Pro Asp Thr Ser lie Ser Ser Ser 
500 505 510 

99t 99^ 9 aa a 9 c tct 9 aa 9 aa ctc a 9 fc 9 aa a 9 c a 9 c ttt: ttc aac ctc 1584 
Gly Gly Glu Ser Ser Glu Glu Leu Ser Glu Ser Ser Phe Phe Asn Leu 
515 520 525 

ate act cca ggc gee tgg aac agt gaa acc ccg cgc tct agt acg ccc 1632 
lie Thr Pro Gly Ala Trp Asn Ser Glu Thr Pro Arg Ser Ser Thr Pro 
530 535 540 

gtc ccc ggg acc agt tea gga gaa tea ttt gtc gga age cca gtt tec 1680 
Val Pro Gly Thr Ser Ser Gly Glu Ser Phe Val Gly Ser Pro Val Ser 
545 550 555 560 

tec gaa gtg gta gec gcg teg tgg gag gaa get ttt tac acg ccg ctt 1728 
Ser Glu Val Val Ala Ala Ser Trp Glu Glu Ala Phe Tyr Thr Pro Leu 
565 570 575 

gec gat cag ttt cgt gaa ctg tta gta ggg gtt gac ttt gta tgg gat 1776 
Ala Asp Gin Phe Arg Glu Leu Leu Val Gly Val Asp Phe Val Trp Asp 
580 585 590 

ggt gtg agg gga ttg cct gtt tgc tgt gtg gaa cat ata aac aac agt 1824 
Gly Val Arg Gly Leu Pro Val Cys Cys Val Glu His lie Asn Asn Ser 
595 600 605 

999 99 a 999 fct 9 999 ctt t 9 c cct cat fc 9t att aat gtg gga get tgg 1872 
Gly Gly Gly Leu Gly Leu Cys Pro His Cys lie Asn Val Gly Ala Trp 
610 615 620 

tat aat gga tgg aaa ttt aga gag ttt act cca gac tta gtg cgc tgc 1920 
Tyr Asn Gly Trp Lys Phe Arg Glu Phe Thr Pro Asp Leu Val Arg Cys 
625 630 635 640 

agt tgt cat gta gga gee tct aac cca ttt tct gtg tta act tgt aaa 1968 
Ser Cys His Val Gly Ala Ser Asn Pro Phe Ser Val Leu Thr Cys Lys 
645 650 655 

aaa tgt get tac ctg tct gga tta caa agt ttt gta gat tat gag * 2013 
Lys Cys Ala Tyr Leu Ser Gly Leu Gin Ser Phe Val Asp Tyr Glu 
660 665 670 

<210> 82 
<211> 671 
<212> PRT 

<213> erythrovirus 



<400> 82 
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Met Glu Leu Phe Arg Gly Val Leu His lie Ser Ser Asn lie Leu Asp 
15 10 15 

Cys Ala Asn Asp Asn Trp Trp Cys Ser Met Leu Asp Leu Asp Thr Ser 
20 25 30 

Asp Trp Glu Pro Leu Thr His Ser Asn Arg Leu Met Ala lie Tyr Leu 
35 40 45 

Ser Ser Val Ala Ser Lys Leu Asp Phe Thr Gly Gly Pro Leu Ala Gly 
50 55 60 

Cys Leu Tyr Phe Phe Gin Val Glu Cys Asn Lys Phe Glu Glu Gly Tyr 
65 70 75 80 

His lie His Val Val lie Gly Gly Pro Gly Leu Asn Ala Arg Asn Leu 
85 90 95 

Thr Val Cys Val Glu Gly Leu Phe Asn Asn Val Leu Tyr His Leu Val 
100 105 110 

Thr Glu Ser Val Lys Leu Lys Phe Leu Pro Gly Met Thr Thr Lys Gly 
115 120 125 

Lys Tyr Phe Arg Asp Gly Glu Gin Phe lie Glu Asn Tyr Leu Met Lys 
130 135 140 

Lys lie Pro Leu Asn Val Val Trp Cys Val Thr Asn lie Asp Gly Tyr 
145 150 155 160 

lie Asp Thr Cys lie Ser Ala Ser Phe Arg Arg Gly Ala Cys His Ala 
165 170 175 

Lys Arg Pro Arg lie Thr Ala Asn Thr Asp Ser Ala Thr Asn Glu Thr 
180 185 190 

Gly Glu Ser Ser Cys Gly Gly Gly Asp Val Val Pro Phe Ala Gly Lys 
195 200 205 

Gly Thr Lys Ala Gly Leu Lys Phe Gin Thr Met Val Asn Trp Leu Cys 
210 215 220 

Glu Asn Arg Val Phe Thr Glu Asp Lys Trp Lys Leu Val Asp Phe Asn 
225 230 235 240 

Gin Tyr Thr Leu Leu Ser Ser Ser His Ser Gly Ser Phe Gin lie Gin 
245 250 255 

Ser Ala Leu Lys Leu Ala lie Tyr Lys Ala Thr Asn Leu Val Pro Thr 
260 265 270 

Ser Thr Phe Leu Leu His Ser Asp Phe Glu Gin Val Thr Cys lie Lys 
275 280 285 

Glu Asn Lys lie Val Lys Leu Leu Leu Cys Gin Asn Tyr Asp Pro Leu 
290 ' 295 300 



Leu Val Gly Gin His Val Leu Arg Trp lie Asp Lys Lys Cys Gly Lys 
305 310 315 320 
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Lys Asn Thr Leu Trp Phe Tyr Gly Pro Pro Ser Thr Gly Lys Thr Asn 
325 330 335, 

Leu Ala Met Ala lie Ala Lys Thr Val Pro Val Tyr Gly Met Val Asn 
340 345 350 

Trp Asn Asn Glu Asn Phe Pro Phe Asn Asp Val Ala Gly Lys Ser Leu 
355 360 365 

Val Val Trp Asp Glu Gly lie He Lys Ser Thr He Val Glu Ala Ala 
370 375 380 

Lys Ala lie Leu Gly Gly Gin Pro Thr Arg Val Asp Gin Lys Met Arg 
385 390 395 400 

Gly Ser Val Ala Val Pro Gly Val Pro Val Val He Thr Ser Asn Gly 
405 410 415 

Asp He Thr Phe Val Val Ser Gly Asn Thr Thr Thr Thr Val His Ala 
420 425 430 

Lys Ala Leu Lys Glu Arg Met Val Lys Leu Asn Phe Thr He Arg Cys 
435 440 445 

Ser Pro Asp Met Gly Leu Leu Thr Glu Ala Asp Val Gin Gin Trp Leu 
450 455 460 

Thr Trp Cys Asn Ala Gin Ser Trp Ser His Tyr Glu Asn Trp Ala He 
465 470 475 480 

Asn Tyr Thr Phe Asp Phe Pro Gly He Asn Ala Asp Ala Leu His Pro 
485 490 495 

Asp Leu Gin Thr Thr Pro He Val Pro Asp Thr Ser He Ser Ser Ser 
500 505 510 

Gly Gly Glu Ser Ser Glu Glu Leu Ser Glu Ser Ser Phe Phe Asn Leu 
515 520 525 

He Thr Pro Gly Ala Trp Asn Ser Glu Thr Pro Arg Ser Ser Thr Pro 
530 535 540 

Val Pro Gly Thr Ser Ser Gly Glu Ser Phe Val Gly Ser Pro Val Ser 
545 550 555 560 

Ser Glu Val Val Ala Ala Ser Trp Glu Glu Ala Phe Tyr Thr Pro Leu 
565 570 575 

Ala Asp Gin Phe Arg Glu Leu Leu Val Gly Val Asp Phe Val Trp Asp 
580 585 590 

Gly Val Arg Gly Leu Pro Val Cys Cys Val Glu His He Asn Asn Ser 
595 600 605 



Gly Gly Gly 'Leu Gly Leu Cys Pro His Cys He Asn Val Gly Ala Trp 
610 615 620 
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Tyr Asn Gly Trp Lys Phe Arg Glu Phe Thr Pro Asp Leu Val Arg Cys 
625 630 635 640 

Ser Cys His Val Gly Ala Ser Asn Pro Phe Ser Val Leu Thr Cys Lys 
645 650 655 

Lys Cys Ala Tyr Leu Ser Gly Leu Gin Ser Phe Val Asp Tyr Glu 
660 665 670 

<210> 83 

<211> 222 

<212> DNA 

<213> erythrovirus 

<400> 83 

atg cag atg ccc tec acc cag ate tec aaa cca ccc cca ttg tec cag 48 

Met Gin Met Pro Ser Thr Gin lie Ser Lys Pro Pro Pro Leu Ser Gin 

675 680 685 

aca cca gta tea gca gca gtg gtg gtg aaa get ctg aag aac tea gtg 96 
Thr Pro Val Ser Ala Ala Val Val Val Lys Ala Leu Lys Asn Ser Val 
690 695 700 

aaa gca get ttt tea acc tea tea etc cag gcg cct gga aca gtg aaa 144 
Lys Ala Ala Phe Ser Thr Ser Ser Leu Gin Ala Pro Gly Thr Val Lys 
705 710 715 

ccc cgc get eta gta cgc ccg tec ccg gga cca gtt cag gag aat cat 192 
Pro Arg Ala Leu Val Arg Pro Ser Pro Gly Pro Val Gin Glu Asn His 
720 725 730 735 

ttg teg gaa gec cag ttt cct ccg aag tgg 222 
Leu Ser Glu Ala Gin Phe Pro Pro Lys Trp 
740 745 

<210> 84 
<211> 74 
<212> PRT 

<213> erythrovirus 
<400> 84 

Met Gin Met Pro Ser Thr Gin lie Ser Lys Pro Pro Pro Leu Ser Gin 
15 10 15 

Thr Pro Val Ser Ala Ala Val Val Val Lys Ala Leu Lys Asn Ser Val 
20 25 30 

Lys Ala Ala Phe Ser Thr Ser Ser Leu Gin Ala Pro Gly Thr Val Lys 
35 40 45 

Pro Arg Ala Leu Val Arg Pro Ser Pro Gly Pro Val Gin Glu Asn His 
50 55 60 

Leu Ser Glu Ala Gin Phe Pro Pro Lys Trp 
65 70 



<210> 
<211> 
<212> 



85 

2343 
DNA 



23 

<213> erythrovirus 
<400> 85 

atg agt aaa acc act aac aaa tgg tgg gaa age agt gac aaa ttt gec 48 
Met Ser Lys Thr Thr Asn Lys Trp Trp Glu Ser Ser Asp Lys Phe Ala 
75 80 85 90 

cag gac gtg tat aag cag ttt gtg caa ttt tat gaa aaa get act gga 96 
Gin Asp Val Tyr Lys Gin Phe Val Gin Phe Tyr Glu Lys Ala Thr Gly 
95 100 105 

aca gac tta gag ctt att caa att tta aaa gac cat tac aac att tct 144 
Thr Asp Leu Glu Leu lie Gin lie Leu Lys Asp His Tyr Asn lie Ser 
110 115 120 

tta gat aat cct tta gaa aac ccc tct tct tta ttt gac tta gtt get 192 
Leu Asp Asn Pro Leu Glu Asn Pro Ser Ser Leu Phe Asp Leu Val Ala 
125 130 135 

cgc att aaa agt aat ctt aaa aac tct cca gac eta tat agt cat cat 24 0 

Arg lie Lys Ser Asn Leu Lys Asn Ser Pro Asp Leu Tyr Ser His His 
140 145 150 

ttt cag age cat gga cag tta tct gac cac ccc cat gee tta tea tec 2 88 

Phe Gin Ser His Gly Gin Leu Ser Asp His Pro His Ala Leu Ser Ser 
155 160 165 170 

agt aac agt agt gca gaa cct aga gga gaa aat gca gta tta tct agt 336 
Ser Asn Ser Ser Ala Glu Pro Arg Gly Glu Asn Ala Val Leu Ser Ser 
175 180 185 

gaa gac tta cac aag cct ggg caa gtt age at a caa tta ccc ggt act 3 84 

Glu Asp Leu His Lys Pro Gly Gin Val Ser lie Gin Leu Pro Gly Thr 
190 195 200 

aac tat gtt ggg cct ggc aat gag eta caa get ggg cct ccg cag aat 432 
Asn Tyr Val Gly Pro Gly Asn Glu Leu Gin Ala Gly Pro Pro Gin Asn 
205 210 215 

get gtg gac agt get gca agg att cat gac ttt agg tat age caa ttg 480 
Ala Val Asp Ser Ala Ala Arg He His Asp Phe Arg Tyr Ser Gin Leu 
220 225 230 

get aag ttg gga ata aat cct tat aca cat tgg acg gta gca gat gaa 52 8 

Ala Lys Leu Gly He Asn Pro Tyr Thr His Trp Thr Val Ala Asp Glu 
235 240 245 250 

gaa ttg tta aaa aat ata aaa aat gaa aca ggg ttt caa gca caa gca 576 
Glu Leu Leu Lys Asn He Lys Asn Glu Thr Gly Phe Gin Ala Gin Ala 
255 260 265 . 

gta aaa gat tac ttt act tta aaa ggt gca get gee cct gtg gee cat 624 
Val Lys Asp Tyr Phe Thr Leu Lys Gly Ala Ala Ala Pro Val Ala His 
270 275 280 

ttt caa gga agt tta ccg gaa gtg ccc gcg tac aac gee tea gaa aaa 672 
Phe Gin Gly Ser Leu Pro Glu Val Pro Ala Tyr Asn Ala Ser Glu Lys 
285 290 295 
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tac ccc age atg act tea gtt aac tct gca gaa gec age act ggt gca 720 
Tyr Pro Ser Met Thr Ser Val Asn Ser Ala Glu Ala Ser Thr Gly Ala 
300 305 310 

ggc ggg gga ggt age aac cct aca aaa age atg tgg agt gaa ggg get 768 
Gly Gly Gly Gly Ser Asn Pro Thr Lys Ser Met Trp Ser Glu Gly Ala 
315 320 325 330 

aca ttt act get aat tct gta acg tgt aca ttc tct agg caa ttt tta 816 
Thr Phe Thr Ala Asn Ser Val Thr Cys Thr Phe Ser Arg Gin Phe Leu 
335 340 345 

att cca tat gat cca gag cat cat tat aaa gtg ttc tct cca gca get 864 
lie Pro Tyr Asp Pro Glu His His Tyr Lys Val Phe Ser Pro Ala Ala 
350 355 360 

agt age tgc cac aat get agt ggg aaa gag gca aaa gtg tgc act att 912 
Ser Ser Cys His Asn Ala Ser Gly Lys Glu Ala Lys Val Cys Thr lie 
365 370 375 

agt ccc att atg ggg tac tct act ccg tgg aga tac tta gat ttt aat 960 
Ser Pro lie Met Gly Tyr Ser Thr Pro Trp Arg Tyr Leu Asp Phe Asn 
380 385 390 

get tta aat ttg ttt ttc tea cca tta gag ttt cag cac tta att gaa 1008 
Ala Leu Asn Leu Phe Phe Ser Pro Leu Glu Phe Gin His Leu lie Glu 
395 400 405 410 

aat tat ggt agt ata get cca gat get tta act gta act att tea gaa 1056 
Asn Tyr Gly Ser lie Ala Pro Asp Ala Leu Thr Val Thr lie Ser Glu 
415 420 425 

att get gta aaa gat gtc aca gac aaa aca gga gga ggt gtg caa gtt 1104 
lie Ala Val Lys Asp Val Thr Asp Lys Thr Gly Gly Gly Val Gin Val 
430 435 440 

act gac age acc aca gga cgt ttg tgt atg tta gtg gat cat gag tat 1152 
Thr Asp Ser Thr Thr Gly Arg Leu Cys Met Leu Val Asp His Glu Tyr 
445 450 455 

aaa tac cca tat gtg eta ggt cag gga caa gac aca eta get cca gaa 1200 
Lys Tyr Pro Tyr Val Leu Gly Gin Gly Gin Asp Thr Leu Ala Pro Glu 
460 465 470 

ctg ccc att tgg gtt tac ttt ccc ccc cag tat get tac tta aca gta 1248 
Leu Pro lie Trp Val Tyr Phe Pro Pro Gin Tyr Ala Tyr Leu Thr Val 
475 480 485 490 

ggt gaa gta aac aca caa gga att tea gga gac age aaa aaa ttg get 12 96 
Gly Glu Val Asn Thr Gin Gly lie Ser Gly Asp Ser Lys Lys Leu Ala 
495 500 505 

agt gaa gaa tea get ttt tat gtg tta gag cac agt tea ttt gaa ctt 1344 
Ser Glu Glu Ser Ala Phe Tyr Val Leu Glu His Ser Ser Phe Glu Leu 
510 515 520 

ttg ggt aca ggg gga tct gee act atg tec tac aaa ttt cca get gtg 1392 
Leu Gly Thr Gly Gly Ser Ala Thr Met Ser Tyr Lys Phe Pro Ala Val 
525 530 535 
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ccc cca gaa aac eta gaa ggc tgc age caa cat ttt tat gaa atg tac 14 4 0 
Pro Pro Glu Asn Leu Glu Gly Cys Ser Gin His Phe Tyr Glu Met Tyr 
540 545 550 

aac cct ttg tac ggt tct cgt tta ggg gta cct gac aca tta gga ggg 14 88 
Asn Pro Leu Tyr Gly Ser Arg Leu Gly Val Pro Asp Thr Leu Gly Gly 
555 560 ' 565 570 

gac cct aaa ttt aga tea ttg aca cac gaa gac cac gca att cag cca 1536 
Asp Pro Lys Phe Arg Ser Leu Thr His Glu Asp His Ala lie Gin Pro 
575 580 585 

caa aac ttt atg cct ggg cca eta ata aat tea gtg tct acc aaa gaa 1584 
Gin Asn Phe Met Pro Gly Pro Leu lie Asn Ser Val Ser Thr Lys Glu 
590 595 600 

gga gac aat tct aat aca ggt get gga aaa gec ctt acg ggg ctt agt 1632 
Gly Asp Asn Ser Asn Thr Gly Ala Gly Lys Ala Leu Thr Gly Leu Ser 
605 610 615 

act ggc act age caa aac acc aga att tec eta cgc ccc ggg cca gta 1680 
Thr Gly Thr Ser Gin Asn Thr Arg lie Ser Leu Arg Pro Gly Pro Val 
620 625 630 

tct cag cca tac cat cac tgg gac act gat aaa tat gtt aca gga ata 1728 
Ser Gin Pro Tyr His His Trp Asp Thr Asp Lys Tyr Val Thr Gly lie 
635 640 645 650 

aat gec att tea cat gga caa acc act tat gga aat get gag gac aaa 1776 
Asn Ala lie Ser His Gly Gin Thr Thr Tyr Gly Asn Ala Glu Asp Lys 
655 660 665 

gag tat cag caa ggg gta gga aga ttt cca aat gaa aaa gaa cag ctt 1824 
Glu Tyr Gin Gin Gly Val Gly Arg Phe Pro Asn Glu Lys Glu Gin Leu 
670 675 680 

aag cag tta caa ggt ctt aac atg cac aca tac ttc cct aat aaa gga 1872 
Lys Gin Leu Gin Gly Leu Asn Met His Thr Tyr Phe Pro Asn Lys Gly 
685 690 695 

acc caa caa tac aca gac caa att gaa cgc cct ctt atg gtg ggc tct 1920 
Thr Gin Gin Tyr Thr Asp Gin lie Glu Arg Pro Leu Met Val Gly Ser 
700 705 710 

gtt tgg aac aga aga get ctt cac tat gaa agt cag ctg tgg agt aaa 196 8 
Val Trp Asn Arg Arg Ala Leu His Tyr Glu Ser Gin Leu Trp Ser Lys 
715 720 725 730 

ate cct aac tta gat gac agt ttt aaa act caa ttt gca gee eta .ggc 2016 
lie Pro Asn Leu Asp Asp Ser Phe Lys Thr Gin Phe Ala Ala Leu Gly 
735 740 745 

ggg tgg ggt ttg cat caa cca ccc cct caa ata ttt tta aaa ata eta 2064 
Gly Trp Gly Leu His Gin Pro Pro Pro Gin He Phe Leu Lys He Leu 
150 755 760 
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cca caa agt ggg cca att gga ggt att aaa tec atg gga att act act 2112 

Pro Gin Ser Gly Pro He Gly Gly He Lys Ser Met Gly He Thr Thr 
765 770 775 

tta gtt caa tat get gtg gga ata atg aca gtt acc atg acc ttt aaa 

Leu Val Gin Tyr Ala Val Gly He Met Thr Val Thr Met Thr Phe Lys 

780 785 790 



ttg gga cct cga aag get act gga agg tgg aat ccc cag cct ggc gtt 
Leu Gly Pro Arg Lys Ala Thr Gly Arg Trp Asn Pro Gin Pro Gly Val 
795 800 805 810 

tat cct cct cat gca get ggt cat tta cca tat gta ctg tat gac ccc 
Tyr Pro Pro His Ala Ala Gly His Leu Pro Tyr Val Leu Tyr Asp Pro 
815 820 825 

aca get aca gat gca aag caa cac cac aga cac gga tat gaa aag cct 
Thr Ala Thr Asp Ala Lys Gin His His Arg His Gly Tyr Glu Lys Pro 
830 835 840 

gaa gaa ttg tgg act gee aaa age cgt gtg cac cca ttg 
Glu Glu Leu Trp Thr Ala Lys Ser Arg Val His Pro Leu 
845 850 855 

<210> 86 
<211> 781 
<212> PRT 

<213> erythrovirus 

<400> 86 _ _ 

Met Ser Lys Thr Thr Asn Lys Trp Trp Glu Ser Ser Asp Lys Phe Ala 
15 10 15 

Gin Asp Val Tyr Lys Gin Phe Val Gin Phe Tyr Glu Lys Ala Thr Gly 
20 25 30 

Thr Asp Leu Glu Leu He Gin He Leu Lys Asp His Tyr Asn He Ser 
35 40 45 

Leu Asp Asn Pro Leu Glu Asn Pro Ser Ser Leu Phe Asp Leu Val Ala 
50 55 60 

Arq He Lys Ser Asn Leu Lys Asn Ser Pro Asp Leu Tyr Ser His His 
65 70 75 80 

Phe Gin Ser His Gly Gin Leu Ser Asp His Pro His Ala Leu Ser Ser 
85 90 95 

Ser Asn Ser Ser Ala Glu Pro Arg Gly Glu Asn Ala Val Leu Ser Ser 
100 105 HO 

Glu Asp Leu His Lys Pro Gly Gin Val Ser He Gin Leu Pro Gly Thr 
115 120 125 

Asn Tyr Val Gly Pro Gly Asn Glu Leu Gin Ala Gly Pro Pro Gin Asn 
130 " 135 140 

Ala Val Asp Ser Ala Ala Arg He His Asp Phe Arg Tyr Ser Gin Leu 
145 150 155 160 



2160 



2208 



2256 



2304 



2343 
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Ala Lys Leu Gly 



Glu Leu Leu Lys 
180 

Val Lys Asp Tyr 
195 

Phe Gin Gly Ser 
210 

Tyr Pro Ser Met 
225 



lie Asn Pro Tyr 
165 

Asn He Lys Asn 



Phe Thr Leu Lys 
200 

Leu Pro Glu Val 
215 

Thr Ser Val Asn 
230 



Thr His Trp Thr 
170 

Glu Thr Gly Phe 
185 

Gly Ala Ala Ala 



Pro Ala Tyr Asn 
220 

Ser Ala Glu Ala 
235 



Val Ala Asp Glu 
175 

Gin Ala Gin Ala 
190 

Pro Val Ala His 
205 

Ala Ser Glu Lys 



Ser Thr Gly Ala 
240 



Gly Gly Gly Gly 

Thr Phe Thr Ala 
260 



Ser Asn Pro Thr 
245 

Asn Ser Val Thr 



Lys Ser Met Trp 
250 

Cys Thr Phe Ser 
265 



Ser Glu Gly Ala 
255 

Arg Gin Phe Leu 
270 



He Pro Tyr Asp 
275 

Ser Ser Cys His 
290 

Ser Pro He Met 
305 

Ala Leu Asn Leu 



Asn Tyr Gly Ser 
340 

He Ala Val Lys 
355 



Pro Glu His His 
280 

Asn Ala Ser Gly 
295 

Gly Tyr Ser Thr 
310 

Phe Phe Ser Pro 
325 

He Ala Pro Asp 



Asp Val Thr Asp 
360 



Tyr Lys Val Phe 



Lys Glu Ala Lys 
300 

Pro Trp Arg Tyr 
315 

Leu Glu Phe Gin 
330 

Ala Leu Thr Val 
345 

Lys Thr Gly Gly 



Ser Pro Ala Ala 
285 

Val Cys Thr He 



Leu Asp Phe Asn 
320 

His Leu He Glu 
335 

Thr He Ser Glu 
350 

Gly Val Gin Val 
365 



Thr Asp Ser Thr Thr Gly Arg Leu Cys Met Leu Val Asp His Glu Tyr 
370 375 380 

Lys Tyr Pro Tyr Val Leu Gly Gin Gly Gin Asp Thr Leu Ala Pro Glu 

385 390 395 400 

Leu Pro He Trp Val Tyr Phe Pro Pro Gin Tyr Ala Tyr Leu Thr Val 

405 410 415 



Gly Glu Val Asn 
420 

Ser Glu Glu Ser 
435 



Thr Gin Gly He 

Ala Phe Tyr Val 
440 



Ser Gly Asp Ser 
425 

Leu Glu His Ser 



Lys Lys Leu Ala 
430 

Ser Phe Glu Leu 
445 



Leu Gly Thr " Gly Gly Ser Ala Thr Met Ser Tyr Lys Phe Pro Ala Val 
450 455 460 



Pro Pro Glu Asn 
465 

Asn Pro Leu Tyr 



Asp Pro Lys Phe 
500 

Gin Asn Phe Met 
515 

Gly Asp Asn Ser 
530 

Thr Gly Thr Ser 
545 

Ser Gin Pro Tyr 



Asn Ala lie Ser 
580 

Glu Tyr Gin Gin 
595 

Lys Gin Leu Gin 
610 

Thr Gin Gin Tyr 
625 

Val Trp Asn Arg 



lie Pro Asn Leu 
660 

Gly Trp Gly Leu 
675 

Pro Gin Ser Gly 
690 

Leu Val Gin Tyr 
705 

Leu Gly Pro Arg 



Tyr Pro Pro His 
740 

Thr Ala Thr Asp 
755 L 

Glu Glu Leu Trp 
770 



Leu Glu Gly Cys 
470 

Gly Ser Arg Leu 
485 

Arg Ser Leu Thr 



Pro Gly Pro Leu 
520 

Asn Thr Gly Ala 
535 

Gin Asn Thr Arg 
550 

His His Trp Asp 
565 

His Gly Gin Thr 



Gly Val Gly Arg 
600 

Gly Leu Asn Met 
615 

Thr Asp Gin He 
630 

Arg Ala Leu His 
645 

Asp Asp Ser Phe 



His Gin Pro Pro 
680 

Pro He Gly Gly 
695 

Ala Val Gly He 
710 

Lys Ala Thr Gly 
725 

Ala Ala Gly His 



Ala Lys Gin His 
760 

Thr Ala Lys Ser 
775 
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Ser Gin His Phe 
475 

Gly Val Pro Asp 
490 

His Glu Asp His 
505 

He Asn Ser Val 



Gly Lys Ala Leu 
540 

He Ser Leu Arg 
555 

Thr Asp Lys Tyr 
570 

Thr Tyr Gly Asn 
585 

Phe Pro Asn Glu 



His Thr Tyr Phe 
620 

Glu Arg Pro Leu 
635 

Tyr Glu Ser Gin 
650 

Lys Thr Gin Phe 
665 

Pro Gin lie Phe 



He Lys Ser Met 
700 

Met Thr Val Thr 
715 

Arg Trp Asn Pro 
730 

Leu Pro Tyr Val 
745 

His Arg His Gly 



Arg Val His Pro 
780 



Tyr Glu Met Tyr 
480 

Thr Leu Gly Gly 
.495 

Ala He Gin Pro 
510 

Ser Thr Lys Glu 
525 

Thr Gly Leu Ser 



Pro Gly Pro Val 
560 

Val Thr Gly He 
575 

Ala Glu Asp Lys 
590 

Lys Glu Gin Leu 
605 

Pro Asn Lys Gly 



Met Val Gly Ser 
640 

Leu Trp Ser Lys 
655 

Ala Ala Leu Gly 
670 

Leu Lys He Leu 
685 

Gly He Thr Thr 



Met Thr Phe Lys 
720 

Gin Pro Gly Val 
735 - 

Leu Tyr Asp Pro 
750 

Tyr Glu Lys Pro 
765 

Leu 
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<210> 87 
<211> 681 
<212> DNA 

<213> erythrovirus 
<400> 87 

atg agt aaa acc act aac aaa tgg tgg gaa age agt gac aaa ttt gec 48 
Met Ser Lys Thr Thr Asn Lys Trp Trp Glu Ser Ser Asp Lys Phe Ala 
785 790 795 

cag gac gtg tat aag cag ttt gtg caa ttt tat gaa aaa get act gga 96 
Gin Asp Val Tyr Lys Gin Phe Val Gin Phe Tyr Glu Lys Ala Thr Gly 
800 805 810 

aca gac tta gag ctt att caa att tta aaa gac cat tac aac att tct 144 
Thr Asp Leu Glu Leu lie Gin lie Leu Lys Asp His Tyr Asn lie Ser 
815 820 825 

tta gat aat cct tta gaa aac ccc tct tct tta ttt gac tta gtt get 192 
Leu Asp Asn Pro Leu Glu Asn Pro Ser Ser Leu Phe Asp Leu Val Ala 
830 835 840 845 

cgc att aaa agt aat ctt aaa aac tct cca gac eta tat agt cat cat 240 
Arg lie Lys Ser Asn Leu Lys Asn Ser Pro Asp Leu Tyr Ser His His 
850 855 860 

ttt cag age cat gga cag tta tct gac cac ccc cat gec tta tea tec 288 
Phe Gin Ser His Gly Gin Leu Ser Asp His Pro His Ala Leu Ser Ser 
865 870 875 

agt aac agt agt gca gaa cct aga gga gaa aat gca gta tta tct agt 336 
Ser Asn Ser Ser Ala Glu Pro Arg Gly Glu Asn Ala Val Leu Ser Ser 
880 885 890 

gaa gac tta cac aag cct ggg caa gtt age ata caa tta ccc ggt act 384 
Glu Asp Leu His Lys Pro Gly Gin Val Ser He Gin Leu Pro Gly Thr 
895 900 905 

aac tat gtt ggg cct ggc aat gag eta caa get ggg cct ccg cag aat 432 
Asn Tyr Val Gly Pro Gly Asn Glu Leu Gin Ala Gly Pro Pro Gin Asn 
910 915 920 925 

get gtg gac agt get gca agg att cat gac ttt agg tat age caa ttg 4 80 

Ala Val Asp Ser Ala Ala Arg He His Asp Phe Arg Tyr Ser Gin Leu 
930 935 940 

get aag ttg gga ata aat cct tat aca cat tgg acg gta gca gat gaa 528 
Ala Lys Leu Gly He Asn Pro Tyr Thr His Trp Thr Val Ala Asp Glu 
945 950 955 

gaa ttg tta aaa aat ata aaa aat gaa aca ggg ttt caa gca caa gca 576 
Glu Leu Leu Lys Asn He Lys Asn Glu Thr Gly Phe Gin Ala Gin Ala 
960 965 970 

gta aaa gat tac ttt act tta aaa ggt gca get gee cct gtg gec cat 624 
Val Lys Asp Tyr Phe Thr Leu Lys Gly Ala Ala Ala Pro Val Ala His 
975 980 985 
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ttt caa gga agt tta ccg gaa gtg ccc gcg tac aac gcc tea gaa aaa 672 
Phe Gin Gly Ser Leu Pro Glu Val Pro Ala Tyr Asn Ala Ser Glu Lys 
990 995 1000 1005 

tac ccc age 681 
Tyr Pro Ser 



<210> 88 
<211> 227 
<212> PRT 

<213> erythrovirus 
<400> 88 

Met Ser Lys Thr Thr Asn Lys Trp Trp Glu Ser Ser Asp Lys Phe Ala 
15 10 15 

Gin Asp Val Tyr Lys Gin Phe Val Gin Phe Tyr Glu Lys Ala Thr Gly 
20 25 30 

Thr Asp Leu Glu Leu lie Gin lie Leu Lys Asp His Tyr Asn lie Ser 
35 40 45 

Leu Asp Asn Pro Leu Glu Asn Pro Ser Ser Leu Phe Asp Leu Val Ala 
50 55 60 

Arg lie Lys Ser Asn Leu Lys Asn Ser Pro Asp Leu Tyr Ser His His 
65 70 75 80 

Phe Gin Ser His Gly Gin Leu Ser Asp His Pro His Ala Leu Ser Ser 
85 90 95 

Ser Asn Ser Ser Ala Glu Pro Arg Gly Glu Asn Ala Val Leu Ser Ser 
100 105 110 

Glu Asp Leu His Lys Pro Gly Gin Val Ser lie Gin Leu Pro Gly Thr 
115 120 125 

Asn Tyr Val Gly Pro Gly Asn Glu Leu Gin Ala Gly Pro Pro Gin Asn 
130 135 140 

Ala Val Asp Ser Ala Ala Arg lie His Asp Phe Arg Tyr Ser Gin Leu 
145 150 155 160 

Ala Lys Leu Gly lie Asn Pro Tyr Thr His Trp Thr Val Ala Asp Glu 
165 170 175 

Glu Leu Leu Lys Asn lie Lys Asn Glu Thr Gly Phe Gin Ala Gin Ala 
180 185 190 

Val Lys Asp Tyr Phe Thr Leu Lys Gly Ala Ala Ala Pro Val Ala His 
195 200 205 

Phe Gin Gly Ser Leu Pro Glu Val Pro Ala Tyr Asn Ala Ser Glu Lys 
210 215 220 



Tyr Pro Ser 
225 
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<210> 89 

<211> 306 

<212> DNA 

<213> erythrovirus 

<400> 89 

ttg etc gca tta aaa gta ate tta aaa act etc cag acc tat ata gtc 48 

Leu Leu Ala Leu Lys Val lie Leu Lys Thr Leu Gin Thr Tyr lie Val 
230 235 240 

ate att ttc aga gee atg gac agt tat ctg acc acc ccc atg cct tat 96 
lie lie Phe Arg Ala Met Asp Ser Tyr Leu Thr Thr Pro Met Pro Tyr 
245 250 255 

cat cca gta aca gta gtg cag aac eta gag gag aaa atg cag tat tat 144 
His Pro Val Thr Val Val Gin Asn Leu Glu Glu Lys Met Gin Tyr Tyr 
260 265 270 275 

eta gtg aag act tac aca age ctg ggc aag tta gca tac aat tac ccg 192 
Leu Val Lys Thr Tyr Thr Ser Leu Gly Lys Leu Ala Tyr Asn Tyr Pro 
280 285 290 

gta eta act atg ttg ggc ctg gca atg age tac aag ctg ggc etc cgc 240 
Val Leu Thr Met Leu Gly Leu Ala Met Ser Tyr Lys Leu Gly Leu Arg 
295 300 305 

aga atg ctg tgg aca gtg ctg caa gga ttc atg act tta ggt ata gee 288 
Arg Met Leu Trp Thr Val Leu Gin Gly Phe Met Thr Leu Gly lie Ala 
310 315 320 

aat tgg eta agt tgg gaa 3 06 

Asn Trp Leu Ser Trp Glu 
325 

<210> 90 
<211> 102 
<212> PRT 

<213> erythrovirus 
<400> 90 

Leu Leu Ala Leu Lys Val lie Leu Lys Thr Leu Gin Thr Tyr lie Val 
1.5 10 15 

lie lie Phe Arg Ala Met Asp Ser Tyr Leu Thr Thr Pro Met Pro Tyr 
20 25 30 

His Pro Val Thr Val Val Gin Asn Leu Glu Glu Lys Met Gin Tyr Tyr 
35 40 45 

Leu Val Lys Thr Tyr Thr Ser Leu Gly Lys Leu Ala Tyr Asn Tyr- Pro 
50 55 60 

Val Leu Thr Met Leu Gly Leu Ala Met Ser Tyr Lys Leu Gly Leu Arg 
65 70 75 80 



Arg Met Leu Trp Thr Val Leu Gin Gly Phe Met Thr Leu Gly lie Ala 
85 90 95 
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Asn Trp Leu Ser Trp Glu 
100 

<210> 91 

<211> 1662 

<212> DNA 

<213> erythrovirus 

<400> 91 

atg act tea gtt aac tct gca gaa gec age act ggt gca ggc ggg gga 48 
Met Thr Ser Val Asn Ser Ala Glu Ala Ser Thr Gly Ala Gly Gly Gly 
105 110 115 

ggt age aac cct aca aaa age atg tgg agt gaa ggg get aca ttt act 96 
Gly Ser Asn Pro Thr Lys Ser Met Trp Ser Glu Gly Ala Thr Phe Thr 
120 125 130 

get aat tct gta acg tgt aca ttc tct agg caa ttt tta att cca tat 144 
Ala Asn Ser Val Thr Cys Thr Phe Ser Arg Gin Phe Leu lie Pro Tyr 
135 140 145 150 

gat cca gag cat cat tat aaa gtg ttc tct cca gca get agt age tgc 192 
Asp Pro Glu His His Tyr Lys Val Phe Ser Pro Ala Ala Ser Ser Cys 
155 160 165 

cac aat get agt ggg aaa gag gca aaa gtg tgc act att agt ccc att 240 
His Asn Ala Ser Gly Lys Glu Ala Lys Val Cys Thr lie Ser Pro lie 
170 175 180 

atg ggg tac tct act ccg tgg aga tac tta gat ttt aat get tta aat 288 
Met Gly Tyr Ser Thr Pro Trp Arg Tyr Leu Asp Phe Asn Ala Leu Asn 
185 190 195 

ttg ttt ttc tea cca tta gag ttt cag cac tta att gaa aat tat ggt 336 
Leu Phe Phe Ser Pro Leu Glu Phe Gin His Leu lie Glu Asn Tyr Gly 
200 205 210 

agt ata get cca gat get tta act gta act att tea gaa att get gta 384 
Ser lie Ala Pro Asp Ala Leu Thr Val Thr lie Ser Glu lie Ala Val 
215 220 225 230 

aaa gat gtc aca gac aaa aca gga gga ggt gtg caa gtt act gac age 432 
Lys Asp Val Thr Asp Lys Thr Gly Gly Gly Val Gin Val Thr Asp Ser 
235 240 245 

acc aca gga cgt ttg tgt atg tta gtg gat cat gag tat aaa tac cca 4 80 

Thr Thr Gly Arg Leu Cys Met Leu Val Asp His Glu Tyr Lys Tyr Pro 
250 255 260 

tat gtg eta ggt cag gga caa gac aca eta get cca gaa ctg ceo att 528 
Tyr Val Leu Gly Gin Gly Gin Asp Thr Leu Ala Pro Glu Leu Pro lie 
265 270 275 

tgg gtt tac ttt ccc ccc cag tat get tac tta aca gta ggt gaa gta 576 
Trp Val Tyr Phe Pro Pro Gin Tyr Ala Tyr Leu Thr Val Gly Glu Val 
280 285 290 
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aac aca caa gga att tea gga gac age aaa aaa ttg get agt gaa gaa 624 

Asn Thr Gin Gly lie Ser Gly Asp Ser Lys Lys Leu Ala Ser Glu Glu 

295 300 305 310 

tea get ttt tat gtg tta gag cac agt tea ttt gaa ctt ttg ggt aca 672 
Ser Ala Phe Tyr Val Leu Glu His Ser Ser Phe Glu Leu Leu Gly Thr 
315 320 325 

999 99 a tct 9 CC act at 9 tcc tac aaa ttt: cca 9 ct 9^9 ccc cca gaa 720 
Gly Gly Ser Ala Thr Met Ser Tyr Lys Phe Pro Ala Val Pro Pro Glu 
330 335 340 

aac eta gaa ggc tgc age caa cat ttt tat gaa atg tac aac cct ttg 768 
Asn Leu Glu Gly Cys Ser Gin His Phe Tyr Glu Met Tyr Asn Pro Leu 
345 350 355 

tac ggt tct cgt tta ggg gta cct gac aca tta gga ggg gac cct aaa 816 
Tyr Gly Ser Arg Leu Gly Val Pro Asp Thr Leu Gly Gly Asp Pro Lys 
360 365 370 

ttt aga tea ttg aca cac gaa gac cac gca att cag cca caa aac ttt 864 
Phe Arg Ser Leu Thr His Glu Asp His Ala lie Gin Pro Gin Asn Phe 
375 380 385 390 

atg cct ggg cca eta ata aat tea gtg tct acc aaa gaa gga gac aat 912 
Met Pro Gly Pro Leu lie Asn Ser Val Ser Thr Lys Glu Gly Asp Asn 
395 400 405 

tct aat aca ggt get gga aaa gec ctt acg ggg ctt agt act ggc act 960 
Ser Asn Thr Gly Ala Gly Lys Ala Leu Thr Gly Leu Ser Thr Gly Thr 
410 415 420 

age caa aac acc aga att tcc eta cgc ccc ggg cca gta tct cag cca 1008 
Ser Gin Asn Thr Arg lie Ser Leu Arg Pro Gly Pro Val Ser Gin Pro 
425 430 435 

tac cat cac tgg gac act gat aaa tat gtt aca gga ata aat gee att 1056 
Tyr His His Trp Asp Thr Asp Lys Tyr Val Thr Gly lie Asn Ala lie 
440 445 450 

tea cat gga caa acc act tat gga aat get gag gac aaa gag tat cag 1104 
Ser His Gly Gin Thr Thr Tyr Gly Asn Ala Glu Asp Lys Glu Tyr Gin 
455 460 465 470 

caa ggg gta gga aga ttt cca aat gaa aaa gaa cag ctt aag cag tta 1152 
Gin Gly Val Gly Arg Phe Pro Asn Glu Lys Glu Gin Leu Lys Gin Leu 
475 480 485 



caa ggt ctt aac atg cac aca tac ttc cct aat aaa gga acc caa caa 

Gin Gly Leu Asn Met His Thr Tyr Phe Pro Asn Lys Gly Thr Gin, Gin 
490 495 500 

tac aca gac caa att gaa cgc cct ctt atg gtg ggc tct gtt tgg aac 

Tyr Thr Asp Gin lie Glu Arg Pro Leu Met Val Gly Ser Val Trp Asn 
505 510 515 

aga aga get ctt cac tat gaa- agt cag ctg tgg agt aaa ate cct aac 

Arg Arg Ala Leu His Tyr Glu Ser Gin Leu Trp Ser Lys lie Pro Asn 
520 525 530 



1200 



1248 



1296 



34 

tta gat gac agt ttt aaa act caa ttt gca gcc eta ggc ggg tgg ggt 1344 

Leu Asp Asp Ser Phe Lys Thr Gin Phe Ala Ala Leu Gly Gly Trp Gly 
535 540 545 550 

ttg cat caa cca ccc cct caa ata ttt tta aaa ata eta cca caa agt 1392 
Leu His Gin Pro Pro Pro Gin lie Phe Leu Lys lie Leu Pro Gin Ser 
555 560 565 

ggg cca att gga ggt att aaa tec atg gga att act act tta gtt caa 144 0 
Gly Pro lie Gly Gly lie Lys Ser Met Gly lie Thr Thr Leu Val Gin 
570 575 580 

tat get gtg gga ata atg aca gtt acc atg acc ttt aaa ttg gga cct 1488 
Tyr Ala Val Gly lie Met Thr Val Thr Met Thr Phe Lys Leu Gly Pro 
585 590 595 

cga aag get act gga agg tgg aat ccc cag cct ggc gtt tat cct cct 153 6 
Arg Lys Ala Thr Gly Arg Trp Asn Pro Gin Pro Gly Val Tyr Pro Pro 
600 605 610 

cat gca get ggt cat tta cca tat gta ctg tat gac ccc aca get aca 1584 
His Ala Ala Gly His Leu Pro Tyr Val Leu Tyr Asp Pro Thr Ala Thr 
615 620 625 630 

gat gca aag caa cac cac aga cac gga tat gaa aag cct gaa gaa ttg 1632 
Asp Ala Lys Gin His His Arg His Gly Tyr Glu Lys Pro Glu Glu Leu 
635 640 645 

tgg act gcc aaa age cgt gtg cac cca ttg , 1662 

Trp Thr Ala Lys Ser Arg Val His Pro Leu 
650 655 

<210> 92 
<211> 554 
<212> PRT 

<213> erythrovirus 
<400> 92 

Met Thr Ser Val Asn Ser Ala Glu Ala Ser Thr Gly Ala Gly Gly Gly 
15 10 15 

Gly Ser Asn Pro Thr Lys Ser Met Trp Ser Glu Gly Ala Thr Phe Thr 
20 25 30 

Ala Asn Ser Val Thr Cys Thr Phe Ser Arg Gin Phe Leu lie Pro Tyr 
35 40 45 

Asp Pro Glu His His Tyr Lys Val Phe Ser Pro Ala Ala Ser Ser Cys 
50 55 60 

His Asn Ala Ser Gly Lys Glu Ala Lys Val Cys Thr lie Ser Pro lie 
65 70 75 80 

Met Gly Tyr Ser Thr Pro Trp Arg Tyr Leu Asp Phe Asn Ala Leu Asn 
85 90 95 



Leu Phe Phe Ser Pro Leu Glu Phe Gin His Leu lie Glu Asn Tyr Gly 
100 105 110 



35 



Ser lie Ala Pro Asp Ala Leu Thr Val Thr lie Ser Glu lie Ala Val 
115 120 125 

Lys Asp Val Thr Asp Lys Thr Gly Gly Gly Val Gin Val Thr Asp Ser 
130 135 140 

Thr Thr Gly Arg Leu Cys Met Leu Val Asp His Glu Tyr Lys Tyr Pro 
145 150 155 160 

Tyr Val Leu Gly Gin Gly Gin Asp Thr Leu Ala Pro Glu Leu Pro lie 
165 170 175 

Trp Val Tyr Phe Pro Pro Gin Tyr Ala Tyr Leu Thr Val Gly Glu Val 
180 185 190 

Asn Thr Gin Gly lie Ser Gly Asp Ser Lys Lys Leu Ala Ser Glu Glu 
195 200 205 

Ser Ala Phe Tyr Val Leu Glu His Ser Ser Phe Glu Leu Leu Gly Thr 
210 215 220 

Gly Gly Ser Ala Thr Met Ser Tyr Lys Phe Pro Ala Val Pro Pro Glu 
225 230 235 240 

Asn Leu Glu Gly Cys Ser Gin His Phe Tyr Glu Met Tyr Asn Pro Leu 
245 250 255 

Tyr Gly Ser Arg Leu Gly Val Pro Asp Thr Leu Gly Gly Asp Pro Lys 
260 265 270 

Phe Arg Ser Leu Thr His Glu Asp His Ala lie Gin Pro Gin Asn Phe 
275 280 285 

Met Pro Gly Pro Leu lie Asn Ser Val Ser Thr Lys Glu Gly Asp Asn 
290 295 300 

Ser Asn Thr Gly Ala Gly Lys Ala Leu Thr Gly Leu Ser Thr Gly Thr 
305 310 315 320 

Ser Gin Asn Thr Arg lie Ser Leu Arg Pro Gly Pro Val Ser Gin Pro 
325 330 335 

Tyr His His Trp Asp Thr Asp Lys Tyr Val Thr Gly He Asn Ala He 
340 345 350 

Ser His Gly Gin Thr Thr Tyr Gly Asn Ala Glu Asp Lys Glu Tyr Gin 
355 360 365 

Gin Gly Val Gly Arg Phe Pro Asn Glu Lys Glu Gin Leu Lys Gin Leu 
370 375 380 

Gin Gly Leu Asn Met His Thr Tyr Phe Pro Asn Lys Gly Thr Gin Gin 
385 390 395 400 



Tyr Thr Asp Gin He Glu Arg Pro Leu Met Val Gly 
405 410 



Ser Val Trp Asn 
415 
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Arg Arg Ala Leu His Tyr Glu Ser Gin Leu Trp Ser Lys lie Pro Asn 
420 425 430 

Leu Asp Asp Ser Phe Lys Thr Gin Phe Ala Ala Leu Gly Gly Trp Gly 
435 440 445 

Leu His Gin Pro Pro Pro Gin lie Phe Leu Lys lie Leu Pro Gin Ser 
450 455 460 

Gly Pro lie Gly Gly lie Lys Ser Met Gly lie Thr Thr Leu Val Gin 
465 470 475 480 

Tyr Ala Val Gly lie Met Thr Val Thr Met Thr Phe Lys Leu Gly Pro 
485 490 495 

Arg Lys Ala Thr Gly Arg Trp Asn Pro Gin Pro Gly Val Tyr Pro Pro 
500 505 510 

His Ala Ala Gly His Leu Pro Tyr Val Leu Tyr Asp Pro Thr Ala Thr 
515 520 525 

Asp Ala Lys Gin His His Arg His Gly Tyr Glu Lys Pro Glu Glu Leu 
530 535 540 

Trp Thr Ala Lys Ser Arg Val His Pro Leu 
545 550 

<210> 93 
<211> 396 
<212> DNA 
<213> erythrovirus 

<400> 93 

cct tta aat tgg gac etc gaa agg eta ctg gaa ggt gga ate ccc age 
Pro Leu Asn Trp Asp Leu Glu Arg Leu Leu Glu Gly Gly lie Pro Ser 
555 560 565 570 

ctg gcg ttt ate etc etc atg cag ctg gtc att tac cat atg tac tgt 96 
Leu Ala Phe lie Leu Leu Met Gin Leu Val lie Tyr His Met Tyr Cys 
575 580 585 



atg ace cca cag eta cag atg caa age aac ace aca gac acg gat atg 
Met Thr Pro Gin Leu Gin Met Gin Ser Asn Thr Thr Asp Thr Asp Met 
590 595 600 



aaa cat tec cca ccg tgt cct cag cca gga ace gtc ace cac cgc; cca 
Lys His Ser Pro Pro Cys Pro Gin Pro Gly Thr Val Thr His Arg Pro 
620 625 630 

cct gtg ccg ccc aga tta tat gtg ccc cct cca ata ccc cgt agg caa 
Pro Val Pro Pro Arg Leu Tyr Val Pro Pro Pro lie Pro Arg Arg Gin 
635 640 645 650 



48 



144 



aaa age ctg aag aat tgt gga ctg cca aaa gee gtg tgc acc cat tgt 192 
Lys Ser Leu Lys Asn Cys Gly Leu Pro Lys Ala Val Cys Thr His Cys 
605 610 615 



240 



288 
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cca tct ata aaa gat aca gac get gta gaa tat aaa tta tta act aga 336 

Pro Ser lie Lys Asp Thr Asp Ala Val Glu Tyr Lys Leu Leu Thr Arg 

655 660 665 

tat gaa caa cat gta att aga atg eta aga tta tgt aat atg tac aca 3 84 

Tyr Glu Gin His Val lie Arg Met Leu Arg Leu Cys Asn Met Tyr Thr 
670 675 680 

agt ttg gaa aaa 3 96 

Ser Leu Glu Lys 
685 

<210> 94 

<211> 132 

<212> PRT 

<213> erythrovirus 

<400> 94 . 

Pro Leu Asn Trp Asp Leu Glu Arg Leu Leu Glu Gly Gly lie Pro Ser 
15 10 15 

Leu Ala Phe lie Leu Leu Met Gin Leu Val lie Tyr His Met Tyr Cys 
20 25 30 

Met Thr Pro Gin Leu Gin Met Gin Ser Asn Thr Thr Asp Thr Asp Met 
35 40 45 

Lys Ser Leu Lys Asn Cys Gly Leu Pro Lys Ala Val Cys Thr His Cys 
50 55 60 

Lys His Ser Pro Pro Cys Pro Gin Pro Gly Thr Val Thr His Arg Pro 
65 70 75 80 

Pro Val Pro Pro Arg Leu Tyr Val Pro Pro Pro lie Pro Arg Arg Gin 
85 90 95 

Pro Ser lie Lys Asp Thr Asp Ala Val Glu Tyr Lys Leu Leu Thr Arg 
100 105 110* 

Tyr Glu Gin His Val lie Arg Met Leu Arg Leu Cys Asn Met Tyr Thr 
115 120 125 

Ser Leu Glu Lys 
130 

<210> 95 ^ 
<211> 40 
<212> PRT 

<213> erythrovirus 
<400> 95 

Met Ser Lys Thr Thr Asn Lys Trp Trp Glu Ser Ser Asp Lys Phe Ala 
15 10 15 

Gin Asp Val Tyr Lys Gin Phe Val Gin Phe Tyr Glu Lys Ala Thr Gly 
20 25 30 



Thr Asp Leu Glu Leu lie Gin lie 
35 40 
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<210> 96 

<211> 21 

<212> PRT 

<213> erythrovirus 



<400> 96 ^ 

Ser Leu Phe Asp Leu Val Ala Arg He Lys Ser Asn Leu Lys Asn Ser 
15 10 15 



Pro Asp Leu Tyr Ser 
20 



<210> 97 
<211> 24 
<212> PRT 

<213> erythrovirus 



<400> Leu Ser Asp His Pro His Ala Leu Ser Ser Ser Asn Ser Ser Ala Glu 
15 io 15 



Pro Arg Gly Glu Asn Ala Val Leu 
20 



<210> 98 
<211> 21 
<212> PRT 

<213> erythrovirus 



<400> Glu Asp Leu His Lys Pro Gly Gin Val Ser He Gin Leu Pro Gly Thr 
15 io 15 



Asn Tyr Val Gly Pro 
20 



<210> 99 
<211> 22 
<212> PRT 

<213> erythrovirus 



<400>^99 ^ ^ ^ ^ ^ ^ ^ Asp Ser Ala 

15 10 15 



Ala Arg He His Asp Phe 
20 



<210> 100 
<211> 21 
<212> PRT 

<213> erythrovirus 



<400>100 

He Lys Asn Glu Thr Gly Phe Gin Ala Gin Ala Val Lys Asp Tyr Phe 
15 10 15 
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Thr Leu Lys Gly Ala 
20 

<210> 101 
<211> 32 
<212> PRT 

<213> erythrovirus 
<400> 101 

Ser Thr Gly Ala Gly Gly Gly Gly Ser Asn Pro Thr Lys Ser Met Trp 
15 10 15 

Ser Glu Gly Ala Thr Phe Thr Ala Asn Ser Val Thr Cys Thr Phe Ser 
20 25 30 

<210> 102 
<211> 21 
<212> PRT 

<213> erythrovirus 
<400> 102 

Pro Pro Gin Tyr Ala Tyr Leu Thr Val Gly Glu Val Asn Thr Gin Gly 
15 10 15 

lie Ser Gly Asp Ser 
20 

<210> 103 
<211> 37 
<212> PRT 

<213> erythrovirus 
<400> 103 

Ala Phe Tyr Val Leu Glu His Ser Ser Phe Glu Leu Leu Gly Thr Gly 
15 10 15 

Gly Ser Ala Thr Met Ser Tyr Lys Phe Pro Ala Val Pro Pro Glu Asn 
20 25 30 

Leu Glu Gly Cys Ser 
35 

<210> 104 
<211> 28 
<212> PRT 

<213> erythrovirus 
<400> 104 

Gin Asn Phe Met Pro Gly Pro Leu lie Asn Ser Val Ser Thr Lys Glu 
1 5 10 .15 

Gly Asp Asn Ser Asn Thr Gly Ala Gly Lys Ala Leu 
20 25 

<210> 105 

<211> 19 

<212> DNA 

<213> erythrovirus 



<400> 105 

tgcagatgcc ctccaccca 

<210> 106 

<211> 21 

<212> DNA 

<213> erythrovirus 

<400> 106 

gctgctttca ctgagttctt 

<210> 107 

<211> 20 

<212> DNA 

<213> erythrovirus 

<400> 107 

gaccagttca ggagaatcat 

<210> 108 

<211> 19 

<212> DNA 

<213> erythrovirus 

<400> 108 

atcggcaagc ggcgtgtaa 

<210> 109 

<211> 20 

<212> DNA 

<213> erythrovirus 

<400> 109 

atccagacag gtaagcacat 

<210> 110 

<211> 21 

<212> DNA 

<213> erythrovirus 

<400> 110 

atcggcaagc ggcgtgtaaa 

<210> 111 

<211> 19 

<212> DNA 

<213> erythrovirus 

<400> 111 

catgccttat catccagta 

<210> 112 
<211> 20 
<212> DNA 

<213> erythrovirus 
<400> 112 

ttggctatac ctaaagtcat 



<210> 113 

<211> 19 

<212> DNA 

<213> erythrovirus 

<400> 113 

cactatgaaa actgggcaa 

<210> 114 

<211> 19 

<212> DNA 

<213> erythrovirus 

<400> 114 

acaattcttc atctgctac 

<210> 115 

<211> 21 

<212> DNA 

<213> erythrovirus 

<400> 115 

aaactgggca ataaactaca c 

<210> 116 

<211> 20 

<212> DNA 

<2 13 > erythrovirus 

<400> 116 

cttcatctgc taccgtccaa 

<210> 117 

<211> 33 

<212> DNA 

<213> erythrovirus 

<400> 117 

aaaggcctag atcttgtaga ttatgagtaa 

<210> 118 

<211> 26 

<212> DNA 

<213> erythrovirus 

<400> 118 

cggaattcgg tgggtgacgg ttcctg 



<210> 119 

<211> 29 

<212> DNA 

<213> erythrovirus 

<400> 119 

cacggatcca taccccagca tgacttcag 



0 
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<210> 120 

<211> 26 

<212> DNA 

<213> erythrovirus 

<400> 120 

cacggatccg gtgggtgacg gttcctg 



<210> 121 

<211> 36 

<212> DNA 

<213> erythrovirus 

<400> 121 

accagtatca gcagcagtgg tggtgaaagc tctgaa 
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